INTRODUCTION
The ENZYME data bank is a repository of information relative to the nomenclature of enzymes. It is primarily based on the recommendations of the Nomenclature Committee of the International Union of Biochemistry and Molecular Biology (IUBMB) [1] and it contains the following data for each tpe of characterized enzyme for which an EC (Enzyme Commission) number has been provided:
EC number Recommended name Alternative names (if any) Catalytic activity Cofactors (if any)
Pointers to the SWISS-PROT [2] protein sequence entrie(s) that correspond to the enzyme (if any) Pointers to human disease(s) associated with a deficiency of the enzyme (if any)
We believe that the ENZYME data bank can be useful to anybody working with enzymes and that it can be of help in the development of computer programs involved with the manipulation of metabolic pathways.
As stated above the main source for the data in the ENZYME data bank comes from the recommendations of the IUBMB, but additional information has been extracted from the literature. The information concerning human diseases originates from the MIM data base of Victor McKusick [3] .
We do not assign EC numbers for newly characterized enzymes, this is the responsibility ofthe Nomenclature Committee of IUBMB (NC-IUBMB And by fax at the number:
+353-16-77 24 00
In the near future the ENZYME data bank will be distributed with a form that can be used to fill in the information necessary for the NC-IUBMB to assign an EC number. The commission will regularly send us updates and additions to the nomenclature so that they can be integrated into the data bank in a timely manner.
FORMAT
The entries in the database are structured so as to be usable by human readers as well as by computer programs. An entry in the database is composed of defined line types, each with its own format; they are used to record the various types of data which make up the entry. For standardization purposes the format of ENZYME follows as closely as possible ta of the SWISS-PROT [2] A version of the database in the ASN. 1 data exchange format compatible with the databases and software developed by the National Center for Biotechnology Information (NCBI) [6] is also available on some of the above servers. You can also browse through ENZYME using various Internet Gopher servers that specialize in biosciences (biogophers) [7] . Gopher is a distributed document delivery service that allows a neophyte user to access various Wpes of data residing on multiple hosts in a seamless fashion.
The present distribution frequency is four releases per year. No restrictions are placed on use or redistribution of the data.
